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Özet
Recent advances in the field of induced Pluripotent Stem Cells (iPSC) have a crucial role in therapeutic research iPSCs
are cells reprogrammed from somatic cells using different transcription factors. The unique features of iPSCs such as self-
renewal and differentiation into various cell lines makes it a more advantageous candidate in stem cell technologies. By
replacing the use of embryonic stem cells (ESCs), iPSCs usage overcome various ethical issues related to the use of
embryos in research and clinics. Besides iPSC technology is a promising field for disease modelling and gene therapy as
human-derived pluripotent stem cells are the ideal source of cells for autologous cell replacement. Furthermore for
patients  with  single  gene  disease,  it  is  vital  to  genetically  correct  the  disease-causing  mutation  before  cellular
differentiation and transplantation. Hence, the emergence of the CRISPR-Cas9 system has a very revolutionary and
significant role in the genome editing field. Compared to other gene editing technologies,  it  is  relatively easy to
implement and at a lower cost, it is possible to repair and modify the genetic composition. Therefore CRISPR-Cas9 is a
promising tool by leading repair of patient-specific iPSCs and serving possible future autologous cellular treatments. In
this review, the current approaches and gene editing technologies in iPSCs will be summarized.
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differentiation and transplantation. Hence, the emergence of the CRISPR-Cas9 system has a very revolutionary and
significant role in the genome editing field. Compared to other gene editing technologies,  it  is  relatively easy to
implement and at a lower cost, it is possible to repair and modify the genetic composition. Therefore CRISPR-Cas9 is a
promising tool by leading repair of patient-specific iPSCs and serving possible future autologous cellular treatments. In
this review, the current approaches and gene editing technologies in iPSCs will be summarized.
 
Keywords
Gene editing, CRISPR/Cas9, Stem Cell, Induced Pluripotent Stem Cells
 
References
Angelos MG & Kaufman DS (2015). Pluripotent stem cell



Angelos MG & Kaufman DS (2015). Pluripotent stem cellapplications for regenerative medicine. Current opinion in
organtransplantation 20(6): 663. doi: 10,1097 / MOT.0000000000000244.
Birket MJ, Raibaud S, Lettieri M, Adamson AD, Letang V et al.(2019). A Human Stem Cell Model of Fabry Disease
ImplicatesLIMP-2 Accumulation in Cardiomyocyte Pathology. Stem cell reports 13(2): 380-393. doi: 10.1016 /
j.stemcr.2019.07.004.
Bohrer LR, Wiley LA, Burnight ER, Cooke JA, Giacalone JC, etal. (2019). Correction of NR2E3 Associated Enhanced
S-coneSyndrome Patient-specific iPSCs using CRISPR-Cas9. Genes 10(4): 278. doi: 10,3390 / genes10040278.
Bolotin A, Quinquis B, Sorokin A, & Ehrlich SD (2005).Clustered regularly interspaced short palindrome
repeats(CRISPRs) have spacers of extrachromosomal origin.Microbiology 151(8): 2551-2561. doi: 10.1099/mic.0.28048-
0.
Tam metne ulaşmak ve tüm referansları görmek için tıklayın.

https://genediting.net?mod=tammetin&makaleadi=&makaleurl=0e32d9f0-eeac-4fbf-9d7a-a5e54f1f23e4.pdf&key=40391

